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Epistasis Networks



255 edges
319 vertices
79 components

Hu et al. 
BMC Bioinformatics (2011)



Hu et al. BMC Bioinformatics (2011)



Functional Genomics Annotation of a Statistical Epistasis Network
Hu et al., BioData Mining (2014)
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Phenotype Networks



Barabasi, PNAS (2007)



Human Phenotype Networks
Darabos et al., Lecture Notes in Computer Science (2013)





Human Phenotype Networks
Darabos et al., BioData Mining (2014)





Exposure-Based Human Phenotype Networks
Darabos et al., Pacific Symposium on Biocomputing (2015)





Genome-Wide Genetic Interaction Analysis of 
Glaucoma using Expert Knowledge Derived from 

Human Phenotype Networks
Hu et al., Pacific Symposium on Biocomputing (2015)
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